wo 2004/042347 



PCT/US2003/013765 



1/12 



FigurelA 

LAU 
82.30 

65.84 H 
49.38 

32.92 H 



16.46 



Gel profile of phosphoprotein 




T 1 1 1 n 1 1 1 r 

0 12.32 24.64 36.96 49.28 61.60 



mm 



Figure 1B 

LAU 
7957.52 

636e^.01- 



Gel profile of total proteins 




1 1 1 1 1 1 1 1 mm 

0 13.04 26.08 39.12 52.16 65.20 



wo 2004/042347 



PCT/US2003/013765 



2/12 



Figure2A 



LAU 
2271.43 



1817.14 



1362.88 - 



908.57 - 



454.29 - 



Blot profile of phosphoprotein 




-I T 

13.08 26.16 



mm 



1 ■ T 

39.24 52.32 65.40 



Figure 2B 



LAU 
7957.52 



6366.01 



4774.51 - 



3183.01- 



1591.50 



Blot profile of total proteins 




mm 



13.04 26.08 39.12 52.16 65.20 



wo 2004/042347 



3/12: 



PCT/US20O3/013765 



Figure 3A 
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Figure 4 
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Figure 8 



250000 



Detection of the phosphopeptide pDISP, 
on a microarray with compound 2 




0.75 1.5 3 
ng of peptide 



wo 2004/042347 



PCT/US2003/0 13765 



9/12 



Figure 9A 
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Figure 10A 
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Figure 11 A 
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